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Nitroimidazoles
Nitroimidazopyran LRI ERE R R FLE ) Stover (2000)
(PA-824, PA-1343) (MIC = 0.03-0.25 pg/ml) Tyagi (2005)
WA Z L LRI LB Lanaerts (2005)
I a— OGS RRRE Nuermberger (2008)
7 U AFERGE TN IR SRR Tasneen (2008)
BO%Ew : PA-1343 Singh (2008)
Phase 11 F& KB
Dihydroimidazooxazole INH ¥ 7213 RFP e EIIZ98 VO B1E 71 Matsumoto (2006)
(OPC 67683) (MIC = 0.006 pg/ml) Sasaki (2006)
I a— ) LBOARME Saliu (2007)
¥ U AFERGHE CEN T IR R R B
TR - SRR O TR IR G
Phase IT & BR a5 A
Diarylquinoline TMC207 FERNMPEERZE O D Andries (2005)
(14 R207910) (MIC = 0.01-0.09 pg/ml) Rubin (2005)
MAC, M. kansasii, M. fortuitum \Z 5 %) Petrella (2006)
(MIC = 0.003-0.01 ug/ml) Koul (2007)
ATP A RkBEE
= U AFERGIE TR AR R T Ibrahim (2007)
32 RV R BEIE MEFE E, Lenaerts (2007)
Phase IT f& PR35 R Rustomjee (2008)
Veziris (2009)
Pyrrole #E {# FERE & MAC IZH D) Deidda (1998)
(BM 212, LL3853) (MIC (f5tZ ) = 0.7-6.2 ug/ml) Biava (2002, 2003, 2004,
(MIC (MAC) = 0.4-3.1 pg/ml) 2005, 2006)
AT EFEEE T 2
wrua7y —VNREFBEICED
Phase | BRRERER F 1 LL3858
Oxazolidinones
Linezolid (#8 O #& 5-71) FEREEIZE R (MIC =0.5-2 ug/ml) Zurenko (1996)
Eperezolid < U A FERGIEIE R Cynamon (1999)
PNU-100480 (5 9%%h .. PNU-100480 > linezolid > Rodriguez (2002, 2003)
eperezolid) Alcala (2003)
# O 57 © linezolid Garcia-Tapia (2004)
XDR-TB BEIRFEIZE D : linezolid Fortun (2005)
(BL, FlcHBEECRMERMD ) Park (2006)
Linezolid : Phase 11 B&FR BT Condos (2008)
Williams (2009)
Nam (2009)
DA-7157 Z AT E AL BZ B A %D Sood (2005, 2006)
RBx 8700 (MIC = 0.25-1.0 ug/ml) Vera-Cabrera (2006)
Ethylenediamine SQ109 EHNM R TR Chen (2006)
(MIC = 0.16-0/63 pg/ml) Nikonenko (2007)
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HERREE 5 R E
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Phenothiazines PR OFRABREY Crowle (1992)
Chlorpromazine 2RI I H 2 Amaral (1996, 2000, 2001,
Thioridazine B A S LRI LB 2004)
w7y~ VNREEZEEICER Bettencourt (2000)
RFP %2 SM & ORI %R Ordway (2003)
Xie (2005)

Yano (2006)
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1. EBRARR
DNA Ribonucleotide reductase + Dawes (2003)
(ndrE, ndrF2, ndrZ)
Thymidylate kinase (dtymk) + Bicyclic Munier-Lehmann (2001)
thymidine Vanheusden (2004)
analogues
NAD'-dependent DNA ligase (/igA) + N-substituted Gong (2004)
tetracyclic Srivastava (2005, 2007)
indole Korycka-Machala (2007)
DNA gyrase/type [l + Fluoro- Takiff (1994)
topoisomerase (gyrA, gyrB) quinolones Aubry (2004)

AMP Adenosine kinase 2-Methyl- Wang, (2005)
adenosine Long, (2003, 2006, 2007)
3-Deaza-
adenosines

ATP ATP synthase (atpE) + Diaryl- Andries (2005)
quinolines Petrella (2006)

Koul (2007)
Huitric (2007)
2. =AfaFF—LEHR
L-cystein:1-d-myo-inosityl + NFT1836 Sareen (2003)
1-amino-2-deoxy-a-D Sassetti (2003)
glucopyranoside ligase (mshC) Newton (2006)
Buchmeier (2006)
Glycosyltransferase (mshA4) + AU 2 Buchmeier (2006)
N-acetyl-1-D-myo-inosityl- + Newton (2000, 2006)
2-amino-2-deoxy-a-D- Maynes (2003)
glucopyranoside deacetylase (mshB)
Mycothiol synthase (mshD) Vetting (2003)
Buchmeier (2006)
3. MRERSERR
ToIEIHT Y Arabinosyl transferase (embA4-C) + Ethambutol Belanger (1996)
zZ Escuyer (2001)
Seidel (2007)
Arabinofuranosyl transferase (aff) + Ethambutol Cociorva (2005)
Alderwick (2006)
Seidel (2007)
UDP-galactopyranose mutase (g/f) + Uridine analogs Pan (2001)
Sanders (2001)
Scherman (2003)
Phosphoribosyl transferase + Huang (2005)

(Rv3806¢)
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fReess WETFED (BET) A P BEE (R
T IHTY dTDP-glucose dehydratase (rmiB) + Rhodanine Ma (2001)
& analogs Li (2006)
dTDP-keto-deoxyglucose + Rhodanine Ma (2001)
epimerase (rmiC) analogs Kantardjieff (2004)
Li(2006)
dTDP-deoxyhexulose reductase (rm/D) + Rhodanine Ma (2001)
analogs
I 3L Enoyl-acyl carrier protein (ACP) -+ Isoniazid Banerjee (1994)
reductase (inhA) Diazaborine de Boer (1999)
Slayden (2000)
B-Ketoacyl-ACP synthase (kasAB, fabH) + Thiolactomycin Schaeffer (2001)
Musayev (2005)
Bhatt (2007)
p-Ketoacyl-ACP reductase (mabA) + Isoniazid Cohen-Gonsaud (2002)
Ducasse-Cabonat (2004)
S-adenosylmethionine + Yuan (1995)
methyltransferase (mmaA4) Glickman (2000)
Boissier (2006)
Cyclopropane synthase + Glickman (2000, 2001,
(pcad, cmaA2, mmaA4) (M) 2003)
Guinavarch (2006)
Polyketide synthase (psk/3) + Child (1998)
Portevin (2004)
Acyl-AMP ligase (fadD32) + Portevin (2005)
Acyl-coenzyme A carboxylase (acc) + Portevin (2005)
Lin (2006)
Gago (2006)
URTZE/ Polyprenyl monophospho- + Gurcha (2002)
S mannose synthase (ppm/) (M) Guy (2004)
Mannosyltransferase (pimB, pimF) + Schaeffer (1999)
(MoR) Alexander (2004)
Phosphatidyl- Phosphatidylinositol + Guerin (2005)
inositol- mannosyltransferase (pimA) (MoH) Dinev (2007)
mannoside
Phthiocerol Phthiocerol dimycocerosyl + Cox (1999)
dimycocerosate transferase (papA5) (MDH) Buglino (2004)
ester
Mycocerosic acid synthase (mas) + Sirakova (2002)
(M)
Acyl coenzyme A synthase (fadD28) + Sirakova (2002)

(MOH)
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RTF R Alanine racemase (a/r) + D-cycloserine LeMagueres (2005)
g

D-Ala-D-Ala ligase (ddl) + D-cycloserine Feng (2003)
4. 7V %V VERE KBS
Isocitrate lyase (icll, icl2, aceA) + Nitropropionate Honer (1999)
(MoH) [taconate Sharma (2000)
Munoz-Elias (2005)
Gould (2006)
Malate synthase (g/cB) + Smith (2003)
(MoH) Kinhikar (2006)
5. HERTF
Adenylyl transferase (g/nkE) + Parish (2000)
Uridylyl transferase (g/nD) + Read (2007)
MtrA response regulator (mirA4) + Zahrt (2000)
Fol (2006)
Iron-response regulator (ideR) + Rodriguez (2002)
(Mo, ROIFET) Chou (2004)
Ranjan (2006)
Wisedchaisri (2007)
DosR regulator protein (dosR) + Boon (2002)
(RS Roupie (2007)
Rel protein (refl) + Dahl (2005)
(E%# - K5 Jain (2006)
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methyl transferase (PcaA) DMERE O E L L
YARFDO—2 &L LTHESNT WS, PeaA (3
I a—BIC Y 7 uF oo viEAE 1 SRINT 28,
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PSR D target & L THYETH %,
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phthiocerol dimycoserosate (PDIM) 7 7 3 ) —
IZJE T A MR, 6,6-trehalose dimycolate 75 &
Td 5D, FFIT mannosylated LAM (T 1,
IFN-7y itk 3%7 v 7 > — ViEHLicktd 240
FHEH®®, =787y —UYhoEASIN ROI
ZHET BERB ENoN TV S, fif, HE
DifiN T DFEEE D IEGEICIE, PDIM @ &Rk &
kBN TH B EANPSY, LAM ¥ PDIM
DGR (LAM &% @ ppml Bin+EY)
(polyprenol monophosphomannose synthase),
pimB,F & = ¥ FE Y (mannosyltransferase);
PDIM &% & papAb, mas, fadD28 i&ix+FE
Y1) % PDIM % BHAZ NS #iiX 3 5 72 8 O fi
EREA (mmpL7 BT EYD 5, Hlbubs
HoD drug target E L THETH 5,

LIAT, L-5a/ —2EE, Y- s
IRATNEG LT 2/ T30 5 v EXTF R
70 A v RS mAGP BRI IC L ZH D %
#HxeRioLTwb, mAGP HEKRIE, (bFrkE
EOREOYEICH L TOENNY T —E 5
Eh DB, AW © dTDP & glucose-1-
phosphate 7» 5 dTDP 5 & / — 2 & &% % 4
D Rml 3% (RmIA~RmID) (3 # B HTHE%
D drug target & L CTHIRFT X 2", &ilL,
Kantardjieff 53, RmlC (Rv 3465) sk 11
2= — 7 TRERFRIEGE 37 7 7 5 - bR
LBV E AL S, dTDP-rhamnose £ T
kb HELR drug target TH 2 EHEL TV S,
%72 Ma 513, RmIB-D OofgHRiEM: %10 mM
JETIHE T & 2128 1M o 385/ %
8,000 o tEYohh»r o227 ) —=v LT
WaH, Ihs RmlFERO 1> (LEW
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No.5372) 1%, fEHE Icx LT MIC=16¢g/ml
L, bHEEOVREEERT I EAMEINT
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E AT, QSAR 2~ — 2T L T oI
BEDKFS I FHA Y « 27 ) —= VTR,
B LS OEYITER 2R/ 4 — 5 — 13755
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FR I RIS R I 2 PUE G (MIC
) BEDNS A=y —LLTHOONTLEY
GMZ 0, LiRD drug target D% < &, %
ORI T ORGEREIC HEKRET 2 L S0 b0
T, AERITEEL TV EEKEY, HES
/07y —=VOREIT 7 =7 5 —Tdh2s ROl
EVERR EESR (RND 12X 2EZ ML RICEX
NTOVBIRY, H5WVIFAFEL EDREPTO
KBS « (K pH & 51 BEREL S OREICE S

NTOV BRI T TORKLE O EILRE Z R 124
FRER b v RER—Y—KiThHB, TO5LK

in vivo IREE F THREME N2 54 DR b LR
X 2RO MOEFHRINE T LT, b B ER
LGB ED LS BIEHZMET DNITOVT,
INZTERMNCHEM T 5 C & A ERINIC IS
DEEL <, = ORIEITIIEM S FHAERkEaN 3
7, QSAR FiEAD T 5 L EWiEE v 5 % —
7 —DEAL, FEEOEILL v 2 DRI
LT EoBe<HLVwI A 7ohtiE3E O

FICEBT TENLEVIETH 5,
s H YU [T

ULk, BUEE T OFMPURETZIE ORISR &,

bioinformatics, genomics 75 5 FT QSAR %X —

(73) 15

ZIZLTOH LW A 7D drug target DIFER
L&, ThEIBH L CoFBliEIE MR o BRI
SWVTHER L TR, BSE TR, 25 LED
MHARHERMICE TS Z DG IC O\ IE» D T
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RO O E D X 5 ISy F & © interaction
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IZOWTOERIZE, S5IE2L D3 1EEED
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PSR DG, BRRBEICHEG 5 721 OISR HE
OV ENFx Y 7 ER-T, £ OBEERZER
ARSI DR EA TV S, ALEHN
5, HEOHEKIEZLIE N VTG TH D,

0I0FICIE TERFVICET B EES THLH D,
SBoBEMICE-TIE, 1HFIT>X3~HEN

Wb EINBHFET X M3 aiciibhs C
LT85, KRS, RIRTLDFERE I L Ttk
WIER 2R & O afribuisiea, BITEAH o/
e s )7 — ¢ NF MR P TR O L FEIET
BHiclH SN A C e, HaeEmniaas i
AEND, SROBHFEIFLDOEREL RIS
Ns5ETATHb,
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